A total of fifty-four Gosypium hirsutum L F 1 synthesized using six lines (four compact and two non-compact) with nine noncompact testers in line x tester fashion were evaluated for seed cotton yield and fibre quality traits. Analysis of variance revealed significant differences among the genotypes for various characters studied indicating the presence of ample variation for effective selection. The phenotypic coefficient of variation (PCV) was slightly higher in magnitude than genotypic coefficient of variation (GCV) for all characters indicating the influence of environment over the expression of the traits studied. High phenotypic and genotypic coefficients of variation were obtained for number of monopodial branches per plant and single plant yield. High heritability coupled with high genetic advance (as per cent of mean) was observed for characters viz., number of monopodial branches per plant, number of sympodial branches per plant, number of bolls per plant, single plant yield and internode length. Correlation studies revealed that seed cotton yield exhibited positive and highly significant corrrelation with number of sympodial branches per plant, number of bolls per plant, boll weight, lint index, ginning out turn and 2.5 per cent span length.
Introduction
Cotton, the world's most important non-food agricultural commodity, is one of the first plant fibres used for textile purposes. Even today, it is an unchallenged natural textile fibre entering our daily life in a variety of ways and is valued the most amongst several hundreds of fibre yielding plants known to mankind. The production of cotton is greater than that of all other fibres put together.
The success of any breeding programme depends mainly upon the spectrum of genetic variability present in the population. In addition to genetic variability, knowledge on heritability and genetic advance helps the breeder to employ a suitable breeding strategy to achieve the objective. Selection for yield will be effective when it is based on its contributing components rather than relying on yield alone. Correlation study provides information on the nature and extent of relationships among characters. Understanding correlation facilitates simultaneous improvement of two or more characters and it aims at achieving the desirable combination of various yield components..
Materials and Methods
The present study was conducted in the experimental field of Department of Cotton, Centre for Plant Breeding and Genetics (CPBG), Tamil Nadu Agricultural University (TNAU), Coimbatore under irrigated condition during kharif 2017-18. The material consisted of fifty four F 1 s' obtained by crossing six lines and nine testers and the seeds were obtained from Department of Cotton, Tamil Nadu Agricultural University, Coimbatore.
The material was evaluated in the field in a randomized block design with two replications. The observations were recorded for 16 characters viz., days to first flowering, plant height (cm), number of sympodial branches per plant, number of monopodial branches per plant, number of bolls per plant, boll weight (g), internode length (cm), seed index (g), lint index,seed cotton yield per plant (g), ginning percentage (%), 2.5% span length (mm), fibre/bundle strength (g/tex), fibre fineness (mv), uniformity ratio and elongation percentage (%). The data was statistically analysed to estimate genetic variability and genotypic and phenotypic correlation coefficients.
Results and Discussion
The phenotypic co-efficient of variation which measures total variation was found to be greater than genotypic coefficient of variation for all the characters indicating some degree of environmental influence on the traits (Table 1) . DOI: 10.5958/0975-928X.2018.00131.X In the present study, close correspondence observed between phenotypic and genotypic variances for days to first flowering, plant height, number of monopodial branches per plant, number of sympodial branches per plant, number of bolls per plant, single plant yield, internode length, seed index, ginning out turn, uniformity ratio, bundle strength and elongation percentage indicates less environmental variation. Boll weight, lint index, fibre fineness and 2.5 per cent span length showed higher differences indicating the influence of environment on these characters. Gite et al. (2006) observed a narrow variation between PCV and GCV though the magnitude of phenotypic co-efficient of variation was higher than that of genotypic co-efficient of variation.
In the present study, PCV was greater than GCV irrespective of characters and crosses. It is in accordance with the report of Sakthi et al. (2007) . Low PCV and GCV were observed for days to first flowering (4.69 and 3.95), seed index (9.03 and 8.68), ginning out turn (6.95 and 5.49), 2.5 per cent span length (7.78 and 5.31), uniformity ratio (4.63 and 3.94), elongation percentage (5.41 and 4.08), fibre fineness (6.67 and 4.24) and bundle strength (7.12 and 6.71). Moderate PCV and GCV were recorded for plant height (12.32 and 11.00), number of sympodial branches per plant (11.09 and 10.96), number of bolls per plant (17.21 and 16.99), boll weight (13.21 and 10.97) and internode length (11.42 and 11.15). High PCV and GCV was observed for number of monopodial branches per plant (47.31 and 47.20) and single plant yield (24.42 and 24.25) and moderate PCV and low GCV for lint index (13.43 and 7.80). Moderate PCV and GCV for plant height was reported by Vinodhana et al. (2013) , Vineela (2013), Ranganatha et al. (2013) and Dhivya et al. (2014) .
Moderate PCV and GCV for number of sympodial branches per plant was reported by Dhivya et al. (2014) and Dahiphale et al. (2015) . Moderate PCV and GCV for boll weight was observed by Murthy and Chamundeswari (2006) , Vineela (2013), Ahsan et al. (2015) and Chaudhari (2017) . Moderate PCV and GCV for number of bolls per plant was reported by Dhamayanathi et al. (2010) , Vineela (2013), Dhivya et al. (2014) , Dahiphale et al.(2015) and Reddy et al. (2015) .
Low PCV and GCV for ginning out turn, fibre fineness, 2.5 per cent span length, uniformity ratio and bundle strength were reported by Sakthi et al. (2007) and Neelima and Reddy, (2008) . High PCV and GCV for seed cotton yield was reported by Dinakaran et al. (2012) , Vinodhana et al. (2013) , Ranganatha et al, (2013) , Dahiphale et al. (2015) , Shakeel et al. (2015) and Chaudhari (2017) . Estimates of heritability along with genetic advance provides an idea about the gene action involved in the expression of various polygenic traits and provides a reliable criterion in selection programme. High heritability coupled with high genetic advance (as % mean) was observed for characters viz., number of monopodial branches per plant (97.53 % and 47.00 %), number of sympodial branches per plant (97.5 % and 22.29 %), number of bolls per plant (97.36 % and 34.53 %), single plant yield (98.65 % and 49.62 %) and internode length (95.44 % and 22.44 %) rendering the probability of selecting genotypes for these traits which would behave with fidelity. High heritability coupled with low genetic advance was noticed for characters viz., days to first flowering (71.09 % and 6.86 %) and ginning out turn (62.26 % and 8.92 %). High heritability coupled with moderate genetic advance was observed for characters viz., boll weight (68.97 % and 18.77 %), seed index (92.56 % and 17.21 %) and bundle strength (88.77 % and 13.03 %).
High heritability coupled with high genetic advance as per cent of mean was reported for number of bolls by Abbas et al. (2013) , Vinodhana et al. (2013) , Dahiphale et al. (2015) and Reddy et al. (2015) and Patil et al. (2011) . High heritability coupled with high genetic advance as per cent of mean was reported for number of sympodial branches per plant by Vineela (2013), Abbas et al. (2013) , Dhivya et al. (2014) and Chaudhari (2017) . Medium heritability coupled with medium genetic advance as per cent of mean for boll weight was reported by Preetha and Raveendran (2007) and Ranganatha et al. (2013) . Low heritability coupled with low genetic advance as per cent of mean for fibre fineness was reported by Abbas et al. (2013) .
The correlation studies (Table. 2, 3) revealed that single plant yield had highly positive significant association with six characters viz., number of sympodial branches per plant, number of bolls per plant, boll weight, lint index, ginning out turn and 2.5 % span length. Similar results for positive correlation between yield and fibre quality related traits were already reported by Agaudo et al. Tamilselvam et al. (2013) , Rao and Gopinath (2013) and Reddy et al. (2015) and Nizamani (2017) . On the contrary, Abdullah et al. ( 2016) reported negative inter correlation among various yield and fibre quality traits.
In the present investigation, it may be conclude that the analysis of variance highly significant differences between genotypes for the characters studied indicated the presence of considerable genetic variation in the experimental material.
High heritability coupled with high genetic advance for the characters viz., number of monopodial branches per plant, number of sympodial branches per plant, number of bolls per plant, single plant yield and internode length rendering the probability of selecting genotypes for these traits which would behave with fidelity
The Correlaion studies disclosed that number of sympodial branches per plant, number of bolls per plant, boll weight, lint index, ginning out turn and 2.5% span length are most important component traits for improving seed cotton yield in cotton (Gossypium hirsutum L). 
